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history of the Hemiptera has been tumultuous, and its scenario is still full of ambiguities and 
gaps. This is due not only to the characteristics of the fossil record but also to its interpretation. 

changes, sometimes slow, sometimes rapid. Equally important in understanding of the 
evolutionary pathways of these insects are interactions with other organisms. Adaptations to 

sharing and avoidance of competition, and escape from predators, parasites and parasitoids – 
these phenomena have left a lasting mark on their evolutionary scenario. However, the bugs are 
also a playground for microorganisms, sometimes being neutral, sometimes harmful, often 
entering into close symbiotic relationships with hosts. Endosymbiosis could be an opportunity, 
but also an evolutionary rabbit hole. Interactions with other animals, e.g. in various forms of 

insemination and parental care – these could be beneficial at a particular time and place, risky 
nd biotic nature have shaped the evolutionary 

pathways of the Hemiptera during 300 million years. These insects survived many troubling 
events, adapted fast, in hardship and toil to new challenges, new environments, associated 
organisms and partners, parti
changing environments and other organisms at various levels and scales. 
 
 

The first damsel bug (Heteroptera, Nabidae) from Eocene Lublin amber [O] 
 

SZWEDO J. & BOJARSKI B. 
 

 
 
The true bug family Nabidae – damsel bugs, contains about 30 genera and 400 species, divided 
into two subfamilies, Prostemmatinae and Nabinae, and up to eight tribes. The internal 
classification has been unclear and controversial, confusing researchers from different fields. 
Fossil Nabidae are uncommon in the fossil record. The oldest representative of the family – 
Cretanazgul camillei Garrouste et al., 2020 – comes from Cenomanian, Kachinian amber. Two 
species are known from Baltic amber – ‘  lucidus Germar & Berendt, 1856 and 
Metatropiphorus succini (Jordan, 1952). We present the first fossil Nabidae from a new source 
of fossil resins – Eocene amber from the Lublin area. Amber occurs in fine clastic sediments 
accumulated in the middle and late Eocene of the Górka Lubartowska area (north Lublin region, 
SE Poland). The amber-bearing sediments are formations of the littoral zone or shallow 
siliceous shelf. Accumulations of amber occur in marine sediments associated with regressive 
facies, deposited in fairly low energy environments. The amber piece from Górka Lubartowska 
contained a fossil of a true bug presenting features of the Nabidae, but also features not found 
in modern damsel bugs. The most conspicuous features of this fossil are a short head, with 
stalky eyes, rostrum base strongly shifted ventrad, short, two-segmented tarsi and the presence 
of fossula spongiosa on all legs. Some morphological details of this inclusion are shared with 
representatives of modern Prostemmatini (Prostemmatinae), others with Carthasini and 
Arachnocorini (Nabinae), placing it in an intermediate position. Analyses of the morphological 
features of the fossil and comparisons with modern representatives of the family have allowed 
hypotheses to be put forward regarding its palaeoecology, behavior and habitat. It can be 
assumed that this fossil was a riparian bug, hunting near banks or marginal growths near 
freshwater bodies, estuaries and sea coasts, similar to contemporary members of the families 
Leptopodidae, Saldidae or Gelastocoridae. Among the recent Cimiciformes, including the 
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Nabidae, fossula spongiosa is found on the pro- and mesotibiae or only on the protibiae. Its 
presence on all legs is usually associated with traumatic insemination behavior, as postulated 
in this fossil damsel bug. 
 
 

Cylapinae (Heteroptera: Miridae) of Madagascar [P] 
 

TASZAKOWSKI A. (1), M SKI A. (2) & WOLSKI A. (2) 
 

 
 
Madagascar, the fourth largest island in the world, is one of the top biodiversity hotspots on the 

very high degree of endemism. Only ninety-four species of Miridae, the most species-rich 
family of true bugs, have hitherto been recorded from this region. This obviously does not 

ptera described from Madagascar 
since 2010, only seven were Miridae. Cylapinae is currently recognized as one of the least 
diverse plant bugs (Miridae) subfamilies. They have primarily tropical and subtropical 
distributions, with only a few members inhabiting temperate regions. Gorczyca (2000) provided 
a comprehensive treatment of the Afrotropical Cylapinae. Since then, the Cylapinae of this 

Gorczyca (2006), in his catalogue, listed eight Cylapinae species represented by only a few 
individuals from Madagascar. In a rich collection of Madagascan true bugs in the Moravian 
Museum in Brno (MMBC), we recently found an unusually high (given the rarity of this group) 
number of Cylapinae specimens. So far, we described two new genera, each represented by a 
single new species, Cassisotropis aciformis and Infernotropis madagascariensis. In addition, 

 was recorded for the first time from Madagascar. Our poster presents 
the results of further research on Madagascan cylapines, which will result in the description of 

 
 
 

Faunistic study of Auchenorrhyncha species in olive orchards in Greece [O] 
 

THANOU Z. N., MAGKLARA A. P., THEODOROU D., RAIDOU E. V., KONIDIS G., STAMATAKOU 
G., TRIBONIA S., LYBEROPOULOS Ch. & TSAGKARAKIS A. E. 

 
 

 
Studies of species composition, abundance and seasonal appearance of Auchenorrhyncha in 
Greek olive orchards are of paramount importance, since there is the plausible/imminent threat 
of the bacterium Xylella fastidiosa 
on Auchenorrhyncha species in Greece were in mountainous regions, in forests, forest openings 
and near lakes and rivers by the late Professor Sakis Drosopoulos, while recently some studies 

undertaken in twelve olive orchards in three main geographic regions of Greece: Peloponnese 
(4 orchards), Sterea Ellada (4 orchards) and Northeast Aegean (4 orchards). Malaise traps were 

Moreover, sweep net 
sampling was undertaken from the herb layer in some of the orchards to find species which are 
not so mobile but might be important as vectors of X. fastidiosa, and to associate 


